MIGD (August 31, 2022)

Table 1. Number distribution of molecular factors according to MI subtypes 
	
MI subtype
	Genomics
	Epigenomics
	Transcriptomics
	Proteomics
	Total

	acute anterior MI
	3
	0
	0
	22
	25

	acute anterior non-ST elevation MI
	0
	0
	0
	1
	1

	acute anterior ST elevation MI
	0
	0
	0
	21
	21

	acute inferior MI
	0
	0
	0
	2
	2

	acute inferior ST elevation MI
	0
	0
	0
	1
	1

	acute MI
	213
	1
	163
	271
	648

	acute MI with non-obstructive coronary arteries
	0
	0
	0
	1
	1

	acute non-ST elevation MI
	7
	0
	18
	37
	62

	acute ST elevation MI
	38
	0
	81
	188
	307

	acute ST elevation MI with non-obstructive coronary arteries
	0
	0
	0
	1
	1

	acute type 1 MI
	0
	0
	0
	4
	4

	acute type 1 non-ST elevation MI
	0
	0
	0
	1
	1

	acute type 2 MI
	0
	0
	0
	3
	3

	acute type 2 non-ST elevation MI
	0
	0
	0
	1
	1

	acute type 4a MI
	1
	0
	0
	5
	6

	acute type 4b MI
	1
	0
	0
	0
	1

	acute type 5 MI
	0
	0
	0
	6
	6

	anterior MI
	0
	0
	0
	1
	1

	anterior ST elevation MI
	1
	0
	1
	2
	4

	inferior MI
	1
	0
	0
	0
	1

	MI
	548
	503
	23
	93
	1167

	MI with non-obstructive coronary arteries
	0
	0
	0
	1
	1

	non-ST elevation MI
	2
	0
	1
	14
	17

	old anterior MI
	0
	0
	0
	3
	3

	old anterior ST elevation MI
	0
	0
	0
	2
	2

	old MI
	12
	0
	1
	32
	45

	old ST elevation MI
	2
	0
	0
	2
	4

	silent MI
	0
	0
	0
	1
	1

	ST elevation MI
	24
	0
	19
	52
	95

	type 1 MI
	0
	0
	2
	2
	4

	type 2 MI
	0
	0
	0
	2
	2

	type 4a MI
	0
	0
	0
	1
	1

	type 4b MI
	1
	0
	0
	0
	1

	type 5 MI
	7
	0
	2
	5
	14
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Figure 1. Number distribution of molecular factors according to omics types. lncRNA: long non-coding RNA; miRNA: microRNA.
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Figure 2. Number distribution of genes at the various omics levels
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Figure 3. The types and entries of genes. lncRNA: long non-coding RNA; miRNA: microRNA; snRNA: small nuclear RNA.
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Figure 4. The gene distribution in the chromosomes. Chr1-ChrX: Chromosome 1-Chromosome X.

MIGD (December 31, 2020)

Table 1. Number distribution of omics factors
	

	Genomics
	Epigenomics
	Transcriptomics
	Proteomics
	Total

	Omics factor
	713
	504
	214
	351
	1782

	Application
	
	
	
	
	

	Risk assessment
	646
	246
	123
	234
	1249

	Diagnosis
	6
	0
	101
	60
	167

	Prognosis
	82
	258
	67
	243
	650

	Treatment
	7
	0
	7
	64
	78

	Other
	29
	0
	0
	28
	57

	MI type
	
	
	
	
	

	acute anterior MI
	3
	0
	0
	20
	23

	acute anterior ST elevation MI
	0
	0
	0
	19
	19

	acute inferior MI
	0
	0
	0
	2
	2

	acute inferior ST elevation MI
	0
	0
	0
	1
	1

	acute MI
	198
	1
	154
	253
	606

	acute non-ST elevation MI
	7
	0
	18
	35
	60

	acute ST elevation MI
	40
	0
	81
	173
	294

	acute ST elevation MI with MINOCA
	0
	0
	0
	1
	1

	acute type I MI
	0
	0
	0
	4
	4

	acute type II MI
	0
	0
	0
	3
	3

	acute type IV MI
	2
	0
	0
	3
	5

	acute type V MI
	0
	0
	0
	6
	6

	anterior MI
	0
	0
	0
	1
	1

	anterior ST elevation MI
	1
	0
	1
	2
	4

	inferior MI
	1
	0
	0
	0
	1

	MI
	549
	503
	23
	76
	1151

	MI with MINOCA
	0
	0
	0
	1
	1

	non-ST elevation MI
	2
	0
	1
	13
	16

	old anterior MI
	0
	0
	0
	3
	3

	old MI
	11
	0
	1
	28
	40

	old ST elevation MI
	1
	0
	0
	2
	3

	ST elevation MI
	23
	0
	19
	39
	81

	type I MI
	0
	0
	2
	0
	2

	type IV MI
	1
	0
	0
	1
	2

	type V MI
	7
	0
	2
	5
	14

	acute type I non-ST elevation MI
	0
	0
	0
	1
	1

	acute type II non-ST elevation MI
	0
	0
	0
	1
	1

	old anterior ST elevation MI
	0
	0
	0
	2
	2
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Figure 1. Number distribution of factors according to omics types. SNP: single nucleotide polymorphism; CNV: copy number variation; lncRNA: long non-coding RNA; miRNA: microRNA.
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Figure 2. Number distribution of omics factors by applications
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Figure 3. Number distribution of genes at the various omics levels
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Figure 4. The types and entries of genes. lncRNA: long non-coding RNA; miRNA: microRNA; snRNA: small nuclear RNA.
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Figure 5. The gene distribution in the chromosomes. Chr1-ChrX: Chromosome 1-Chromosome X.
